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SM-PD Enrichment Kit (Alkyne tag, MS grade)
Catalog Number: MG06

= RAFPE&ETH:

1. B SM (JEMALEY, parent compound), FHT3E4dH sy, FHPE&.
2. & (Alkyne) FRIZHT SM (alkyne-labeled SM) #R%}(Probe), 7M™ H %o
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B1iE 1) Alkyne-labeled SM, 75 a) A BEEIER s b) SRR, #Es T8 o
HPLC 2l RlR S, 42 5R>95%.

K SM &1 T alkyne, TRESSAMA SM NG TE. oM @ FE TR A SO AT, HEATHI M4
Wsent,  HRREI RIS AE Alkyne-labeled SM Al SM (JRRAL &) HIAEVITEMEE T5AH .

3. HPIRAIZEFEER AN B 1) SM #T alkyne (1 & RS . EHERE K SM 1 CAS 5. 0T 4514
T RE 785 B K% E market@imultiomics.com, DB IR T 34T SR AR A
4. Heikg. W55
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RBZK (182MQ-cm@25°C) BBAI/K RS (WnE 18R RK A3 AR FRA 7, #RODI-220B1)
HIAnirk . 40 a2 ilm S M. Ao, A RASRE KRR

R Wl AN R 1) 77

B, -20°C TRAF, Tivd#% H

R, -20°C {17, Five&H

0.45um 4kt JE%8 (41 Millipore, #SLHVO033RB). — XML B4t L4 2% (Sml/10ml £5)
1.5ml/2ml/5ml/15ml/50ml &.0% (Axygen. ESCO %)

Bradford & A i s R iR & (HEFEH F Imultiomics, #MGRO02) Nl R4t (BERXEF)
O et (HEFE 8] Imultiomics, #MGRO1) FIHRIHURFI RS

4/ AU g (AT R 2, SCIENT-48 i s 2 2T R 3 . {off F AR 7E B9 005 v Xt i i/
SRS SRR, 3SR IR AR %)

HHA S EHEE 0L (>16000g, 41 BeckmanCoulter: Microfuge 20R). 5~15ml I 74 3t
A OAL (3000~10000g, 41 BeckmanCoulter: Allegra X-30R). S [HI/MNHEEZEL.OHL (40
Miulab: mini-6K). {E#RIESI4X (41 Miulab: MTC-100)

SDS-PAGE HiJk 54t western blot IBiE¥%E) R4t ECL 4b2% &K iR7 (U1 ThermoFisher
Scientific, #34577) K ECL &l R4 (W0 EiEEIEIAAERA R AW, ChemiScope 6000 F%1)
FEERIR-EAL (At ) HAR DURMESHIEH R A7, #BE-1200)

Co-IP/Pull-down in-solution trypsin digestion Kit (ISD)—Imultiomics, #MG04
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1. Small molecule (SM): /Ny &Y, M/NrF25. REE

2. SM-targeted Proteins: /N> F1E4HMI/ZHR IS A4 R E

3.  Biotin: £¥&

wNH
S —O0
GNZ Name: Biotin
(// CASNo 50855
PubChem CID: 171548
o\,

4. Alkyne (btkt) R—C==CH

5. Azide(BH) R—N=N=N

6.  ABPP: Activity-Based Protein Profiling [1]

7.  CuAAC: Copper-Catalyzed Azide—Alkyne Cycloaddition, —#f “Click Chemistry” <& /73 [2]

8. Pull-down (PD): AR AU T HURII D THI = HEEAR

9. Probe (1F4t): IAMEIEME T Alkyne “F725” 1) SM (Alkyne-labeled SM)

10. LC-MS (Liquid Chromatography-Mass Spectrometry): %M (G i- it B B AR . R E A A%
(Proteomics) WFFCMET T E . HT 48/ 0 AR FIFE P B A RS 32 1 Rk K& K
SERIAHXS AR, SIS 8 F 5K 2T 1 i & AT

11. SM-PD-MS (Alkyne tag): JAbFEAEH) Alkyne-labeled SM 43 1-_Ef#) Alkyne “452%”, @it CuAAC B
44 Pull-down (PD) $iARIHIR/ 4L Probe i & MEH DT BE AT AR (Mass Spectrometry,
MS) SEHLN & SR A BTEEAT S e BT, AL SM R R Ss SHE ER E

12.  LFQ (Label-free Quantification)[3]: & T i) “JEbRic (label-free)” AHX & EH A . HAbTE¥ SM-PD-
MS (Alkyne tag) ‘B #E (2 1 BURE G 20 BIEET LC-MS A0l A Bh R 1 B FRE58 % (LFQ Intensity) 45
BGE T, SR R REAS AN SR B ROAR XS g B4, AT a6t 4 e 25 R s ot (B
IBTER SM-BE SR ).
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Copper-Catalyzed Azide—Alkyne Cycloaddition (CuAAC) & # [ Click Chemistry Reaction[2].
CuAAC RAEIRMAIR BT, i Cu (D) BT, LB (Alkyne) MEX (Azide) (L&Y
AN R

S
CuAAC (Copper-Catalyzed Azide—Alkyne Cycloaddition) Reaction

Probe biotin-labeled azide Covalent coupling
/N:N
R—— N3 Biotin Cu(l) > \ L
\\CH + CuAAC R C\\CH,N\M——Bwtm
n
Alkyne-labeled
SM (Small Molecule)

Copyright@i% 8 AHY (L) FHPRA R (imultiomics)

%F CuAAC FiARFTE K BIHIE (Alkyne) FIB% (Azide) “ARZE” #R/N, W) 2T/
S FALEY) (Small Molecule, SM) 7EZH A/ 43 R #E 75 28 (1 3R 1K) R BRI e

S

Probe-bound
Target Proteins biotin-labeled azide

[ 4 Probe e
Proteome ‘7.0. + R‘\\\CHH o§‘\\\CH + Ng\/E\/jniBuoun

L3 alkyne-labeled

SM (Small Molecule) o
Cu()| CusAC

Enriched Probe-bound
Target Proteins

\
,N\/E\/i—Biolin

n

) o ”
S Ty e  Loms [N S PR Sirepiavidin-beads

2. Click Ch

1. CuAAC: Copper-Catalyzed Azide-Alkyne Cycloaddition
try
3. Chemoproteor

Copyright@i#§ # R ( E#F) HIR2 A (imultiomics)

W EEIPR: (1) BB SM HPUE (Alkyne) Frid, & “HIEL” BEAREEN “9RE (Probe)”,

(2) ¥ Probe S0/ AR MIREVR FIFUHATIFG , {f Probe SHIESEALE: 3) | (2) MRk

Z B biotin FRICHIB %A (Biotin-Azide) ) CuUAAC mix, 1343 Biotin-Azide @i CuAAC

Bi, 55 Probe EHIME (Alkyne) FEhdid. (4) A (3) FIRBAERFIMA streptavidin-beads, 2

IR/ “HE 5 -Probe-Azide-Biotin” HAY, (5) BUEXHEIR & L IE O E EVIRAT IS 4% E

HMIE BT, §7E Probe IV AEHF SAERE S EH .

WERHE (R ARA T (Imultiomics) I H AWK, JFR TEXHIE (Alkyne) FRic SM, &)

CuAAC . pull-down (PD) FIFHE (MS) HARMATHIE (Alkyne) FRic i SM HE 55 8 1 0 18177

#—MG06: SM-PD Enrichment Kit (Alkyne-tag, MS grade), ZiRF& I8

() WENMEEAFIZI. CuAAC N pull-down f 3 ERF;

(2) MR TERIRRFE, B F P s TR T R 4 e/ e O IY) pull-down (PD) £
i

(3) #RBtT Alkyne-labeled SM FHHXTRE />, W] i % CuAAC B K Pull-down ifE

(4)  ZBAAIETE 25 YR 4mg BE A 1.0ml SRR 2 I CuAAC J pull-down 525

AR7E it BT AOR A R AR AT T IR AL, RIS LRSI, E P AR

A7 AR HE R !
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Q1: 7E PART 1 BB, F A BEH B (M40 /41430t S 234 B B (M4 B 28 B (R BEARAR,  dnfrffoke?

A: (1) REMREFRERE, Windife; Q) FEMG06-1 (Cell lysis buffer) I &, %1 300pl/10cm I
(3) ZHlELEAM, BTS00 KA .

Q2: 7E PART 2 B, AP INEDHREGEETIRT, Wf#HR?

Az JRIRRLZ SM R 25 B AERE S P K & BTG BB (1) ZearBies, [ERERAARE L.
(2) BHFTEE~3 B NIET CuAAC ), K E M E A A AT Pull-down 24,

Q3: 7E PART 3 Wi, SM IR SIREBEN GBS Probe LA HEWER .

A: (1) A% SM [FIRERE I E, BT84k, (2) A Probe (alkyne-labeled SM) ZA&1fi T 11 SM,
B O REAEM G HAIE M 45 A B SR A S SM B AR, S8 SM A AHEM . #afi, 7EFFE SM pull-
down SEEGHT, GEISGIEIE AR SLEG A Probe HVEPER T SM AHY.

Q4: ¥E PART 4 HIMrEL, FI/ 1 Pull-down FE55EIT western blot Ry B, MnfafEk?

A: L alkyne-labeled SM ] fig £ 7E MGO06-7 (Sample loading buffer) AbFRJE K2 T MR/ R, SETCHE
streptavidin-HRP il 2] . FH - olidid % 5 i i Qe v l, a2, W48 54505 .

Q5: 7E Probe fl SM 541 E B BR IR, NEHERE ERIZ.

A: TRESZ T Probe Al SM 7EHE P SUA R 1 A FEE BB B T A it o PTs2i0dad 250, SRR T RIS
B, FEAT IR EESE .

Q6: MGO6 7 i 2 T5E A T 4L 4RE i ARl 2

A: AP RIS HREA . (R T DS FHAEHZRAREA ORI, B T SR AT 128 5050
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