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SCR4RS . PI-MGO02
WA 5 version 1.5
BARBF/RIERRERHIE (SILAC)
SILAC-IP-MS Enrichment Kit (3xDYKDDDDK tag, MS grade)
Catalog Number: MG02

= RAFPE&ETH:

1. 4K (182MQ-cm@25°C) BUHE4IK RS (WE 118185, #RODI-220B1)

2. HMWAIMAMER: HERERG TR IR, (FT 5 SILAC brid (B2HEEFHS N,
SILAC Media Kit /2 (WiFLzh¥20f R SILAC dridifths) )

. FPIREE A AR T AT R —SILAC-bric 293T 41l & (Ready-to-Use)

4. WIS KL H AR (T, transient transfection) BUMRREEAAR (FTH2 e g pkiya,
stable cell line)

5. B CIBGR BRI 7

6. 0.45um £k UERS (0 Millipore, #SLHVO033RB). — K IETE B4 SLVES 3% (Sml/10ml 2%)

7. 1.5ml/2ml/5ml/15ml/50ml 0% (Axygen. ESCO %%)

8

9

Z O IE Yt (HEFE A Imultiomics, #MGRO1)
Bradford £ [ g B A7 (HEF £ Imultiomics, #MGRO2) KAl R 40 (BhsiX %)

10. ARG REEEOFL (>16000g, 1 BeckmanCoulter: Microfuge 20R)

1. kAL

12.  SDS-PAGE Rk 74t & Western blot % El % 4t

13.  ECL %) (40 ThermoFisher Scientific, #34577) MM R4 (in L8kl ss A R A F,
ChemiScope 6000 £ 7%1))

14, JRFRAADC (Wil i HAAR DR SE G R A F, #BE-1200)

15.  Co-IP/Pull-down in-gel trypsin digestion Kit (IGD)—Imultiomics, #MGO03

16.  Co-IP/Pull-down in-solution trypsin digestion Kit (ISD)—Imultiomics, #MG04
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SILAC (Stable Isotope Labeling with Amino acids in Cell culture), s & B E R HEHAL, 2].
PPIs (Protein-Protein Interactions): & [ 5i-# i AH HAEH

PTMs (Protein Translational Modifications): & )5 &1 /5 1& 1M .

Bait Protein: SR FTIIHE .

IP/Co-IP (Immunoprecipitation/Co-Immunoprecipitation): G/ e E LT . BIEIPL/A (antibody)
#1511 IP/Co-IP & 4/4 3K Bait (15 Bait HAEME AT

LC-MS (Liquid Chromatography-Mass Spectrometry): ¥R AH il -Fi i BEAH B oK . & & A 4 2
(Proteomics) ST FTE LR . H T %5/ B TR FIFE & A 1 8 AP | 32 [ R RIE K/ & 42K
SEIAER AR AL, ST EE B R IRl S T

SILAC-IP-MS (SILAC-Immunoprecipitation-Mass Spectrometry), RI#f SILAC 40K A i Hbric Bk .
PP R AR R H AR L 2R84, SEUXS PPIs/PTMs il i i f 0 % I R R 7 &£ . {5 B)
SILAC HARTEE A B F LI AR EARSE (mass tag), 83 EH AR SZEUNS IP/Co-1P & £E 1 Bait &
HFHEAEHSE A4 (Protein interaction complex) FIAHXTFEHE &, Ti4iH Significance B Gt Hi%
(3,41, ATPGESEHL (1) %551k PPIs FAEHERE, (2) PTMs (A AL IR A HEE B .

3xDYKDDDDK tag: 3xFLAG #54%. 3xDYKDDDDK. HA. Myc K525 IP/Co-IP EiA i HI K55
HIBRRE[5]
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®  HEHLYlE (Co-immunoprecipitation, Co-IP) RHFA & A F-EAFMEIERH (PPls) /ARG
B (PTMs) HIZHE A, ¥ Co-1P FIFTEH ARG (IP-MS) A2 it i 1B F R IWHT 1) PPLs A1
PTMs 1JE TR R TT R

® IRi, B (MS grade) Co-IP FEAKIH % : (1) FRELRMMGIEAELZLI AR (2) AR,
Pt EE AT, HOGEAR “QIBR 7. DR, el 2% Hh B 1 Co-IP R, RIS SCRE Ak “h
Sll” Co-1P ‘& HEhf it b ke S AR AR RV B 1, /2 PPIs/PTMs FTGE A s R 2

o RN (L) FIRAF (multiomics) T H AT K, # SILAC 4Hbrict R ERFH MGO1
(Universal IP-MS Enrichment Kit (3xDYKDDDDK tag, MS grade) 7= L44% &, 778 T SILAC-IP-MS
Enrichment Kit (3X DYKDDDDK tag)—MGO02, {&8) SILAC £ AR K)ol sk e R 77, Wi
POHBE Bait 8 A AR RVE AR
A7 b H RGO 20 R AT TR, AR R EAT I, R
AP A RE R |

SILAC I EF~mAER SAN

SILAC-DMEM (K8R10) Kit
Catalog Number: SM202103

Part A

Item Content ‘ Size ‘ Quantity ‘ Storage
SCDO01 1x500mL (KORO) 500mL 1 4°C
SD03 1x500mL (K8R10) 500mL 1 4°C

SILAC-DMEM (K8R10) Kit
Catalog Number: SM202103

Part B

Content ‘ Quantity ‘ Storage
DF-50 Dialyzed FBS 50mL 2 -20°C
SILAC-RPMI-1640 (K8R10) Kit
Part A
Catalog Number: SM202108
Item ‘ Content ‘ Size ‘ Quantity Storage
SCRO1 1x500mL (KORO) 500mL 1 4°C
SRO3 1x500mL (K8R10) 500mL 1 4°C
SILAC-RPMI-1640 (K8R10) Kit
Part B
Catalog Number: SM202108

Content Quantity Storage
DF-50 Dialyzed FBS 50mL 2 -20°C

> IR A4 A B R e B iR DMEM B RPMI-1640 ] SILAC 1 57 3E4R 75 £k 4740 e
SILAC Fric B JE 2 SILAC-IP-MS K i #1145

> WML SILAC $ART] [RI; SEIUXT 3 ZHAF A 1 8 F LE B BT (KORO vs. K4R6 vs. K8R10), FA #WLH
TR ELAE R M 4 LU R RT, 220 )y SRR B . JEZRI EAESRAE (IP-WB) RJ LS A A<
(NZAb e, R, THREE).

> L (AL R SILAC ARiciife) #HT H 41 R W& AR 41 SILAC Frid.

> T{#HILF ) Co-IP/Pull-down In-solution Digestion Kit (ISD) (Imultiomics, #MG04) SZHi%t SILAC
PRGN B 2R PR ARG K BORE S A4, B3 LC-MS SERAIM SILAC Aric RR A BRG] o
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MGO1: ~RAH

Catalog Number: MGO01

Universal IP-MS Enrichment Kit (3xDYKDDDDK tag, MS grade)

Part A

Catalog Number: MGO01

Item Content Size ‘ Quantity ‘ Storage
MGO1-1 Cell lysis buffer 100mL 1 -20°C
MGO1-2 Wash buffer A 100mL 1 -20°C
MGO1-3 Wash buffer B 50mL 1 -20°C
MGO1-5 | Anti-DYKDDDDK tag magnetic beads 1.0mL (50% settled beads) 1 -20°C
MGO1-6 Elute solution (E.S.) 251 > -80°C

65ul 3
MGO1-7 E.S. dilution buffer 20mL 1 -20°C
MGO1-8 PC cell lysate 50ul 2pg/pl) 1 -80°C
MGO1-9 Anti-DYKDDDDK-HRP 20ul 1 -20°C
MGO1-11 5xsample loading buffer 1.0mL 1 -20°C
Universal IP-MS Enrichment Kit (3xDYKDDDDK tag, MS grade) T,

Item Content Size ‘ Quantity ‘ Storage
MGO01-4 Magnetic Control beads SmL (20% settled beads) 1 4°C
MGO1-10 Sample concentration filter 0.5mL (loading volume) 12 RT
) ) (1.5/2mL tube) x8
MGO1-12 Magnetic Separation Stand 1 RT
(5/15mL tube) x2
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B [JESHEREE:

Q: SILAC-IP-MS Fl IP-MS HiAR FHHAXH?

A: (1) IP-MS FREHI4 (R U8 AT L@ LFQ (label-free quantification)[6]% & 4 1 A R AT HIX &
&, MIREEN TR, B LFQ Z/EMBUKT L, 2 AT gk, HdkmpisES LC-MS Mifae it
FEYIMSE. 1M SILAC-IP-MS il 4 ss 7%, @it SILAC bric ¥ i Ehrs (mass tag) ELEE5I A B4
A HE AT L (Proteome), KM RGiRZ /N, ke EHE kHE. (2) SILAC-IP-MS 25|\ T
SILAC HIFRCEEHA, LFQ RAFbRitiE BHAR, Fric e BRI H 2L ARbR D H AR 1 S e
(3) SILAC-IP-MS AT R RB A2 EE, 1 IP-MS 454 LFQ 2 & BB ARBAEYZEEL M. 4)
SILAC-IP-MS Vit ELE IP-MS f R 4% Kk, WRMERSA SRS, HP R B S SIS R ) 4
AR TE LRI o

Q: A AR EREEXS Bait EH INPLAHAT SILAC-IP-MS FEffil &, DASRAE “FHRESEL” 1. AR
K EA/EEH (endogenous interaction complex) H#E?

A: (1) PUETER Bait 2 AT RIEAKCFA G PHE AT & (2) £ Bait B2 9P/ (antibody) F4F5:E
MSER ST RS S5 R & (3) IP-MS/SILAC-IP-MS 1 IP-WB HJ4: 75 2AE o IP/Co-IP B4 il it
fEr, JERR PRGN R RN TS, IR R BR . IP-MS/SILAC-IP-MS IFE 2B (MS)
W, ARRE R A R, ] Bait 8P R FLVE B R AR RSE B T IP-WB FRRE i
i western blot £, western blot J&T-HUAR A4S, BIE IP/Co-TP A4 P A K E M HER R B R
H, EATX Bait 1 Bait B9 EARER AR H TR .

Q: TRIZEFH RN SILAC-IP-MS/IP-MS, &5 FHRAMEEIELER?

A: (1) 4R EAR T FRIRAR, EAR LR THRARN SRS, AR &Ea “Fh”,
WEW S, A SRARR AKX Bait 8 ARG R E K. (2) SRFIFRAE (affinity tag) 5H
xR FIARSER Jit, it Co-TP Al 4 4K Bait SR AN EAEE &Y, MMHRRE G SRR, (3)
KB AR SCHR R A] I T/ IR S B (5 B2 A4 2 50 E S D Re LR AT S248) om, “HM” mi
CEMT, R R CARmT.

Q: RMAMYEM, EASLIERE, WTES SILAC-IP-MS SE3 BT ?

A: AR A —(SILAC-bric 293T 41l & (Ready-to-Use)) » fFBIFRA ) MGO2 7 & 17k -
28R I R F R AR ARIEIE (Proteome Expression Profile) & i S ARLIAT, 25 H U BL/E A =R
A, 0 HEK-293T 40/, v Sel &% (Transient transfection) FIFa#E #5443 (Stable cell
line), AFESE A O/ R TRAIM. FENAEYETAERIER LLUE direct Co-IP 454 western blot
FERSI H A R R AT S0 (BLJ61E HEK-293T 41 & it IP-WB Rk 7RI ELAE) . 448, Wi
M. EFEARAE A, HE ARSI T R S AR S B R AV 2 S, W LA did
B RSy UK SILAC-IP-MS. BEAh,  JEARANIANE & 52 1 SILAC i bic o

Q: RMBITFRIXFRFEGE  INRIEAKERIE, Bad?

A: BERFREZZRNR . (1) AP WS RE TR TE A M, (R RIS, ARIASHERIE
ACPARME, 2 — @M BRSSO (FRA AR S50 H A2 3] LRI SRR R . 0 Fax 2k
PG, B a) FIFE TR b) S20H 293T MR B K40 R 5y, HEBR B 140 i S8R 1%
TR (2) W TR @R E Ak, [FIRE2 I Bait 8 IRIAACHRITE B B ER R S
(transduction) H (41, Bait JEHH ARGk FORFENLFME, HRBKTEEARZ 2RI EY
Wi. AN, Bl AR AU RAL B RN, B SR E] Bait & A RIE K P RCIIL SR .

Q: Bait FATRIEKTFE MGO1 kit ¥ PCIER, ¥REK MS ik 1B R TR

A: ERATTHARA)E, “EM” R CHERT, N7 B “ERmT.
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