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Workflow of Universal IP-MS Enrichment Kit

et .
Catalog Number: #MGO1
PART 1 Guide for Overexpressing Plasmid Construction PART 2 Bait Protein Expression Level Evaluation PART 3 IP-WB Pre-experiment PART 4 Co-IP Sample Preparation for MS Detection
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A. MGO01-8 (PC cell lysate) in #MGO01 Kit

SDS-PAGE Western blot (WB)
NC PC NC PC
lysate lysate lysate lysate
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'—' — — 1. PC (Bait gene fused with 3xDYKDDDDK tag, MGO1-8 in #MGO1 Kit)-expressing cells
. - . Gaslie . were lysed (MGO1-1 mm #MGO1 Kit).
— — .',.< 48kDa 2. Protein concentration was measured (Imultiomics, #MGRO02).
— — | 3. Protein samples were separated by SDS-PAGE and detected using Comassie blue staining
— = (Left) or Western blot (Right).
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Coomassie blue staining Anti-FLAG
(Imultiomics, #MGRO1) (MGO1-9 m #MGO1 Kit)
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B. DEMO of IP-WB Pre-experiment
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Anti-FLAG
(MGO1-9 in #MGO01 Kit)

1. IP samples were prepared and detected using western blot according to “IP-WB Pre-experiment” procedure (PART 3 in #MGO1 Kit).
2. Co-IP efficiency meets the requirement of downstream MS-grade sample preparation.
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C. DEMO of MS-grade Co-IP Sample Preparation

Input
(12 pg/lane) N

NC OE =

14000

& g B 22
S

12000 - -

10000 A -

8000+ -

60001 -

360/40,460/40
\

Sample | Total peptide yield (ng)

4000 - //

2000 A o

,x’" NC-IP 3437
OE-IP 3628.16

0 -

-2000 T T T T T T 1
-100.000 0.000 100.000 200.000 300.000 400.000 500.000 600.000

W R RESL>

i 28 44 B HES/ANRY A B R2
AN ST Y=A*X+B 25.6 280 0.999

1. Co-IP samples of NC-IP and OE-IP were prepared according to the protocol of MGO1 Kit.
2. (A) 70% of NC-IP and OE-IP samples was separated by SDS-PAGE gel and stained using Coomassie blue staining reagent (Imultiomics, #MGRO1). Red star: Enriched
3xDYKDDDDK tag fused Bait Protein.

3. (B) 30% of NC-IP and OE-IP samples was conducted to in-solution digestion according to the protocol of MG04 Kit, and total peptide yields (ng) were measured.
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